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PH1136 131 amino acid, 14,728 Da 20 mg/ml in 10 mM Tris-HCI,

pH 8.5
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Hydra-96

Semi-automatic protein crystallization system that allows #n situ
observation of X-ray diffraction from crystals in the drop.
Watanabe, N., Murai, H., and Tanaka, 1.

Acta Cryst. D58, 1527 - 1530 (2002).
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